Abstract Coral reefs are important hot spots of biodiversity, but despite the problems related to their conservation, studies on meiobenthic biodiversity are scarce. This paper provides a preliminary overview of the meiofauna and nematodes inhabiting coral sediments in the outer reef and lagoon habitats of the Maldives, and investigates their relationships with micro-habitat type. The abundance and community structure of the meiofauna and nematodes reveal significant differences between stations. Coral fragments and rubble from the outer reefs seem to act as a trap for the finest sediment, which might contribute to creating a heterogeneous micro-habitat suitable for both epifaunal (Epsilonematidae and Draconematidae genera) and sediment-dwelling (Tricoma, Richtersia, Ptycholaimellus and Molgolaimus) taxa. On the other side, the lagoon's sediments are mainly colonized by dwelling taxa, probably due to the low-flow regime that enhances the deposition of organic matter and pelite fractions. A high level of diversity was recorded in both the habitats studied. Among the factors that probably determine the high diversity in the lagoon is the presence of small biogenic structures. These are characterized by a high degree of angularity, which might add more complexity to the habitat. The nematodes reveal an overlap in the taxonomic composition between the Maldives and other geographically distant areas, possibly supporting the existence of iso-communities that are typical of the coral degradation zone. Nematode trophic composition reflects differences in availability of food resources; epigrowth and non-selective deposit feeders are dominant in the lagoon, while selective deposit and epistrate feeders are dominant in the outer reefs.
Introduction
Biodiversity studies in tropical areas are a matter of great interest given the current impact generated by human activities and climate change (Montiel et al. 2011) . Knowledge of biodiversity in marine ecosystems is actually an important prerequisite for the sustainable management of these habitats, and meiofauna in particular may be an essential survey tool (Moreno et al. 2011) . Although meiofauna have been studied at many latitudes and in numerous localities (e.g. see Heip et al. 1985 for a review), the coverage of some geographic regions has not been extensive, and this is particularly true for the tropics (Semprucci and Balsamo 2012) . A typical habitat in tropical areas and atoll systems is the coral reef, which is especially interesting when it comes to studying meiofauna (Heip et al. 1985; Netto et al. 1999a, b, c; Semprucci et al. 2010b Semprucci et al. , 2011 . In particular, carbonate sediment with large coral fragments and gravel located in the coral degradation zone may contribute significantly to the overall diversity of meiofauna (De Troch et al. 2008; Gheerardyn et al. 2008) .
The environmental variables that are potentially crucial for the structure of the meiobenthic community are numerous (e.g. mean sediment grain size, clay-silt content, sorting, oxygen content, position of redox potential discontinuity layer within the sediment, organic content, extent of bioturbation by the macrobenthos, macrofaunal competition and predation, water depth), as highlighted by Raes et al. (2007) , but the vast majority of these factors are related to sediment characteristics and hydrodynamic conditions. The Maldives form a complex atoll system with a wide variety of habitats and numerous peripheral coral-reef islands (Risk and Sluka 2000) . Subtidal sediments in the coral degradation zone are generally characterized by coarse and poorly sorted sands. This is related to their deposition site on the reef slope, where debris flows and slumping events are frequent and currents are not strong enough to lead to the significant reworking of sediments. In fact, in a carbonate tropical reef system, significant numbers of sediment particles are continuously produced by both physical and biological processes. Physical processes are particularly active on the shallow reef crest and the reef flat zones where the production of calcium carbonate is highest and the breaking waves and swells are most frequent. The wave shock produces large quantities of coarse rubble and fragments of biological skeletons, which are reduced to particles of different sizes by boring and fouling organisms. Large quantities of loose sediments are also due to the grazing of parrot-fish and surgeon-fish on dead and living coral. Sediments from the subtidal reef slope are basically made up of mollusks, echinoids, alcyonarians, sponges, Halimeda, foraminiferal fragments and very fine particles that mainly arise from active bio-erosion processes. Beyond the reef's flat edge, all this loose material slumps down on the reef slope and is primarily carried into grooves that often display an erosive origin (Gischler 2010 ). The process is currently happening more quickly due to the major amount of rubble produced by the widespread 1998 bleaching event that hit the Maldives (Bianchi et al. 2006; Lasagna et al. 2009 ). Deposits driven by gravity remain stable if the right angle of steepness, or angle of repose, is achieved according to their grain size. If not, coarse fragments and sediment of different sizes fall down to the sublittoral zone, where they accumulate in belts and poorly sorted debris fans. Fine sediments can particularly be found in depressions, lagoons or in the deep forereef.
A previous study on the meiofaunal communities of the Maldivian back-reef platforms revealed lower ß-diversity on a 'large' scale (i.e. at the atoll level) than on a 'small' scale (i.e. at the site level) (Semprucci et al. 2010b) . This seemed to be related to the marked influence of the patch dynamic effects on the assemblages on a small scale, increasing ß-diversity significantly according to the heterogeneity of the habitat.
In view of the scarcity of studies on the meiofauna in deep-water reefs and the vulnerability of these habitats, a preliminary survey of the meiofaunal and nematode communities was carried out in the subtidal habitats of the Maldivian Archipelago. Additionally, we aimed to investigate the influence of the micro-habitat on the structure of the communities.
Materials and methods

Sampling
The Maldives' Islands rise up in the tropical Indian Ocean, south-west of India, as a shallow carbonate system composed of a single atoll chain in the northern and southern sectors, and a double atoll chain in the central area (Fig. 1) . The geological history of the archipelago is quite complex, since a succession of sea level changes, constructions and erosions has given rise to a carbonate deposit more than 2,000 m thick on top of an ancient and subsided volcanic substratum (Duncan and Hargraves 1990; Aubert and Droxler 1992) .
The study was carried out from 26 April to 4 May 2008 in the South Malé Atoll (Figs. 1, 2) . To assess the variation of the meiobenthic communities in relation to the changes in micro-habitat type, an experimental design similar to that used by Bongiorni et al. (2010) in the Mediterranean Sea was adopted. For this reason, three stations were chosen at the outer reef slope zone (St. FU1, FU2 and GU1), which is characterized by a high amount of coral rubble and coral fragments. On the basis that fine coralline sediments are mainly present in lagoons or in the deep forereef, the fourth station (St. GU2) was established on the seafloor of the Guraidhoo Lagoon (Table 1) .
At each station, three replicated samples for the meiofauna study were collected by a diver using a plexiglass corer tube (2 cm diameter) pushed by hand to a depth of 5 cm into the sediment. The samples were immediately treated with a 7 % magnesium chloride aqueous solution for narcotizing fauna, fixed with a 4 % formaldehyde solution in buffered sea-water, stained with a Rose Bengal aqueous solution, and stored for subsequent processing. An additional sample was collected at each station for further sediment analysis.
Sediment analysis
A grain size analysis was performed on the sediment samples using a vibro-siever for fractions larger than 63 μm and an X-ray analyzer (sedigraph) for those smaller than 63 μm. The percentages of each granulometric class (Krumbein 1934) , calculated by way of a grain size analysis, were used to provide a statistical characterization of the samples (Folk and Ward 1957) .
Meiofauna and nematode analysis
The meiofauna were obtained by sieving the samples through a 42 μm mesh net, and animal extraction was performed by flotation and multiple decantations. Centrifugation through a silica gel gradient (Ludox HS 30, density 1.18 g/cm 3 ) was only carried out for the samples with a fine sediment fraction (Pfannkuche and Thiel 1988) . All the meiobenthic animals were counted and sorted by taxa under a Leica G26 stereo-microscope. The rare taxa were defined as the taxa that represented <1 % of the total meiofaunal abundance of all investigated samples, according to Bianchelli et al. (2010) .
About 100 nematode specimens from each replicate were taken randomly and mounted as permanent slides. The specimens were identified under a 100× oil immersion objective with a Nomarski differential interference contrast microscope, the Optiphot-2 Nikon. The identification of specimens at the genus level was performed using the pictorial keys of Warwick (1983, 1988) and Warwick et al. (1998) and the NeMys online identification key (Deprez et al. 2004) .
The classification of nematodes into trophic groups according to Wieser (1953) was chosen in order to describe the functional structure of the nematode community for comparison with other studies. Indeed, this functional trait is often applied to free-living marine nematodes from a wider variety of geographical regions (especially in tropical areas) and types of habitat.
Statistical analysis
Meiofaunal richness was expressed as the number of meiofaunal taxa at each site. The nematode richness (number Fig. 1 The studied area with the sampling locations. Continual lines mark the top of the reefs; black spots show the islands Fig. 2 Indicative sampling location marked on a sketch showing the adopted general reef zonation of genera), Shannon-Wiener diversity (H', log-base 2) and Pielou evenness (J) indices were calculated to describe the nematode community structure. A cluster analysis derived from Bray-Curtis similarity matrices (square root-transformed) was used to detect differences in the structures of the total meiofaunal taxa and nematode communities of the stations. An analysis of similarities (one-way ANOSIM) was performed to check the significance of the differences in the meiofauna and nematode community structure between stations. The trophic groups were also statistically analyzed by means of a multivariate analysis (ANOSIM). The total and rare meiofaunal taxa and nematode taxa contributing to dissimilarities among the stations were investigated using the similarities percentages procedure (SIMPER test, cut-off 90 and 50 %, respectively). The H' and J indices and all the multivariate analyses were performed using the PRIMER software, v.5 (Clarke and Gorley 2001; Clarke and Warwick 2001) . Possible differences between stations in terms of the univariate measures (meiofaunal and nematode abundance, meiofaunal and nematode richness, H' and J indices and nematode trophic groups) were evaluated using an analysis of variance (ANOVA). Prior to the statistical analysis, a logarithmic transformation log(1 + x) was performed in order to normalize the data. Tukey's multiple-comparison tests were used when significant differences (p<0.05) were detected (SPSS v.17) .
Results
Sediment analysis
Sediments from St. FU1 and FU2 were comprised of poorly sorted coarse sands with a high percentage of gravel, coral fragments (in particular St. FU2) and a very low pelite fraction. Their distribution curve was mesokurtic. St. GU1, which was the deepest (75 m), consisted of coarse sands with a highmedium grain size due to the high percentage of dead coral fragments (Table 1 ). The sediment was poorly sorted and its distribution was mesokurtic. St. GU2 (Guraidhoo Lagoon) displayed fine sand with the highest percentage of the pelite fraction (36 %) and the lowest gravel and sand percentages (8 and 59 %, respectively). The sediment was very poorly sorted and its distribution was leptokurtic. (Table 2) . No significant differences were reported in the richness of the higher taxa when comparing different stations (ANOVA, p>0.05). Copepods (adults and nauplii) were generally the dominant group, with abundance percentages ranging between 55 and 57 %, followed by nematodes (19-24 %). An exception to this trend was recorded in St. GU2, where nematodes represented 82 % of the total meiofauna and copepods only 5 % (Fig. 4) . Among the other taxa contributing to more than 3 % of the total community were polychaetes and gastrotrichs (Fig. 4) . Rare taxa were represented by kinorhynchs, priapulids, oligochaetes, cumaceans, amphipods, tanaidaceans, halacaridans, tardigrades and specialized forms of Holothuroidea. The analysis of similarity (ANOSIM) revealed significant differences in the total meiofaunal community structure between the stations (R=0.49; p=0.011), even if no significant pairwise comparisons were detected. These were also confirmed by the cluster analysis, which revealed that St. GU2 displayed the greatest differences (Fig. 5) . Appendixes 1 and 2 (Fig. 6) . A total of 27 families and 86 genera of nematodes were found. Chromadoridae was the richest family (12 genera), followed by Desmodoridae (8), Cyatholaimidae (7) and Comesomatidae (6). The most abundant families were Desmoscolecidae (13 %), Chromadoridae (12 %), Xyalidae (12 %) and Desmodoridae (11 %).
The lowest number of families and genera (11 and 27, respectively) was recorded at St. FU1, where Chromadoridae (7 genera) and Desmodoridae (6) were the richest families. The nematode community was represented by c o m p o n e n t s o f t h e f a m i l i e s X y a l i d a e ( 2 3 % ) , Desmoscolecidae (20 %), Chromadoridae (17 %) and Draconematidae (12 %). This station was dominated by species of Tricoma, Ptycholaimellus, Desmodora, Dracograllus and Daptonema. The indices H' (3.59±0.36) and J (0.82± 0.03) revealed the lowest values detected during the 2008 sampling cruise in this station. The nematode trophic groups were mainly represented by selective deposit feeders (St. 1A, 42 %) and epistrate feeders (St. 2A, 32 %) (Fig. 7) .
At St. FU2, 16 families and 32 genera were identified. Chromadoridae and Draconematidae were the richest families, with 6 and 5 genera, respectively. Twenty-five percent of the total specimens were Draconematidae, followed by Cyatholaimidae (12 %), Epsilonematidae (11 %) and Desmoscolecidae (10 %). The most abundant genera were Tricoma, Epsilonema, Halalaimus, Theristus, Notochaetosoma, Paracyatholaimus, Paracyatholaimoides and a genus (gen. 2) of Draconematidae. The H' (4.41±0.21) and J (0.93±0.02) indices revealed the highest values. Selective deposit feeders were the most abundant trophic group (1A, 64 %), followed by the epistrate feeders (2A, 30 %) (Fig. 7) .
Twenty families and 37 genera were found at St. GU1. Desmodoridae were the richest (5 genera) and also the most abundant (23 %) family, followed by Desmoscolecidae (19 %), Chromadoridae and Draconematidae (12 %), and Selachinematidae (9 %). Tricoma, Ptycholaimellus, Table 2 Presence (X) or absence (−) of the different meiofaunal taxa found at each station
a Rare meiofaunal taxa (<1 %) Fig. 4 Composition of the meiofaunal community at each sampling station (Ne nematodes, Co copepods, Po polychaetes, Ga gastrotrichs) Molgolaimus, Dracograllus, Spirinia, Richtersia and Desmoscolex were the most represented genera. The H' index was 4.26±0.17 and the J 0.85±0.02. Selective deposit feeders (1A) made up 57 % of the specimens, while the co-dominant group was the epistrate feeders (2A, 29 %) (Fig. 7) . Seventeen families and 45 genera were identified at St. GU2. Chromadoridae and Desmodoridae (6 genera), and Comesomatidae and Cyatholaimidae (5) were the richest families. The dominant families were Cyatholaimidae, Microlaimidae and Xyalidae (15 %), followed by Chromadoridae and Comesomatidae (12 %). The dominant genera were Microlaimus, Gomphionema, Daptonema, Paracomesoma, Terschellingia, Actinonema, Paradontophora and Quadricoma. The average value of the H' index was 4.38±0.45 and the value of the J index was 0.85±0.04. The highest percentage of specimens belonged to the epistrate feeders' trophic group (2A, 56 %), followed by non-selective deposit feeders (1B, 26 %) (Fig. 7) .
The cluster analysis, which was performed on the nematofauna, confirmed the notable dissimilarity of St. GU2 (25 % of similarity), followed by St. FU2 (42 %), whereas St. FU1 and St. GU1 were more similar (53 %) (Fig. 8 ). These differences were also highlighted by the ANOSIM (R=0.90; p= 0.001), where no significant pairwise comparisons were detected. Appendix 3 sets out the genera contributing to dissimilarities among the stations (SIMPER, 50 %).
No significant differences in the number of genera between the stations were detected (ANOVA, p>0.05). Instead, highly significant differences in the evenness index were revealed by the ANOVA (F 
Discussion
In spite of the growing interest in the meiobenthic biodiversity associated with deep-water corals, research exploring the influence of coral micro-habitats on meiobenthic communities has been limited to very few areas or has focused on specific meiofaunal taxa Vanreusel 2005, 2006; Raes et al. 2008; Gheerardyn et al. 2009; Bongiorni et al. 2010) . Deepwater coral reefs have been reported as hosting a great abundance and diversity of fauna, and the protection of deep-water corals can be crucial to preserving the biodiversity of neglected habitats (see Bongiorni et al. 2010 and literature therein).
The total abundance of meiofauna, and the variability of densities observed in this study, fall within ranges found in Fig. 7 Trophic structure of nematode assemblages at each sampling station. 1A (selective deposit feeders), 1B (non-selective deposit feeders), 2A (epigrowth feeders), 2B (predators/omnivores) Fig. 8 Cluster analysis on nematode assemblage at each sampling station Fig. 6 Nematode abundance at each sampling station similar micro-habitat types (e.g. Alongi 1986 Alongi , 1989 Ndaro and Ólafsson 1999; Boucher 1997; Raes and Vanreusel 2005; Bongiorni et al. 2010) . The abundance and structure of the meiofaunal communities appeared to be significantly different in the coralline sediments of the lagoon than in the outer reef. Although the organic content of the sediment in the lagoon has not been evaluated, it is possible that the low flow regime enhances the deposition of organic matter and the pelite fraction (36 % at St. GU2), thus considerably favouring an increase in total meiofaunal abundance, particularly of sediment-dwelling taxa (nematodes and annelids) (Netto et al. 1999c; Steyaert et al. 1999; Semprucci et al. 2010a) . In contrast, the greater patchiness (coarse rubble and fragments of biological skeletons) on the seafloor of the outer reefs leads to an increase of harpacticoid copepods, naupliar larvae and ostracods (Netto et al. 1999c; Raes and Vanreusel 2005; Armenteros et al. 2009) (Fig. 5; Appendix 1) .
The rare meiofaunal taxa found in the present study are all components of the temporary or specialized members of meiofauna like the small Holothuroidea (gen. Labidoplax, Synaptidae). As suggested by Bianchelli et al. (2010) , the general dominance of nematodes and copepods in the meiobenthic communities may mask changes in the relative contributions of other taxa. When statistical analysis is restricted to rare meiofaunal taxa, the differences tested between the habitats may be more evident. In particular, Bianchelli et al. (2010) and Gambi et al. (2010) documented that differences in deep-sea meiofaunal abundance may be controlled by region-or habitat-specific topographic features that play a key role in the distribution of rare meiofaunal taxa. Even if our results need to be confirmed in a much larger dataset, no significant differences or evident relationship with specific habitat type were detected in the carbonate sediments, in contrast to the pattern documented by the authors mentioned above (Appendix 2). This might suggest that rare meiofaunal taxa are not directly influenced by the micro-habitat being considered.
Desmodoridae and Chromadoridae were the richest nematode families according to previous studies in the Maldives (Semprucci et al. 2010b . They are generally frequent in carbonate sediment, especially if there are medium-coarse sands (Boucher 1997; Ndaro and Ólafsson 1999; Netto et al. 1999a, b, c) . In contrast, the most abundant family in subtidal habitats was Desmoscolecidae, which is a family that is typical of abyssal or continental slope habitats (Soetaert 1989; Soetaert and Heip 1995; Vanaverbeke et al. 1997; Vanhove et al. 2004; Nanajkar et al. 2011) .
As highlighted by the analysis of total meiofauna, the structure of the nematode community resulted in major and significant differences when it came to comparing the stations. In particular, the coralline sediments in St. GU2 were the most different (Fig. 8) . The genera that mainly contributed to the dissimilarity of GU2 were Microlaimus, Gomphionema, Daptonema, Paracomesoma, Terschellingia, Actinonema, Paradontophora and Quadricoma (Appendix 3). The nematode fauna of the fine coralline sediment did not seem to differ markedly from that described in other studies on lagoon and deep-sea habitats (Goubault and Renaud-Mornant 1990; Vanreusel et al. 1992; Soetaert and Heip 1995; Gambi et al. 2003; Muthumbi et al. 2004; Liu et al. 2007; De Leonardis et al. 2008; Guo et al. 2008; Sajan et al. 2010; Nanajkar et al. 2011) . Furthermore, the low flow regime at the bottom of St. GU2 could support the occurrence of all these genera, which are known to be related to suboxic conditions or significant amounts of fine fraction and organic matter (Hendelberg and Jensen 1993; Danovaro et al. 1995; Ndaro and Olaffson 1999; Steyaert et al. 1999; Liu et al. 2007; Armenteros et al. 2010; Semprucci et al. 2010a; Losi et al. 2012) .
The structure of the nematode community in the outer reefs was comparable, especially with that of the subtidal coral degradation zone studied by in Porcupine Seabight, NE Atlantic. Among the most abundant genera in the outer reefs were Epsilonema, belonging to Epsilonematidae, a family only recently recorded in the deepsea bottoms (Neira et al. 2001 (Neira et al. , 2005 Decraemer et al. 2001; Gad 2002 Gad , 2004 Raes et al. 2003 , and several members of the Draconematidae family (e.g. Dracograllus, Notochaetosoma, Prochaetosoma and Draconematidae gen. 2). It seems that the three-dimensional micro-structure of coral fragments and sponges may enhance the abundance of epifaunal nematodes, such as members of the Epsilonematidae and Draconematidae families (for details, see Raes et al. 2008) . Indeed, taxa that live on the surface or between the coral branches are less protected by currents or waves than the infaunal species. In this respect, the particular morphology (stout body and heavy cuticularization) and the type of locomotion (looper-caterpillars) of Epsilonematidae and Draconematidae allow them to efficiently colonize different typologies of substrata, even when exposed to hydrodynamic conditions (Netto et al. 1999c; Vanaverbeke et al. 2004; Raes et al. 2007; Semprucci et al. 2011) .
Another significant component in the outer reef sediment was the Desmoscolecidae family, which is considered to be a sediment-dwelling taxon that is typical of fine sediments in the deep-sea. However, species from this family may also be present in deep-sea coral sediments, where they may represent the dominant component of the nematode community (Vanreusel et al. 2010) . In particular, documented their presence both in fine coral sediments and in coral or sponge fragments. The record of Desmoscolecidae species in both types of micro-habitat was taken by the same authors as the basis for advancing the hypothesis that coral or sponge fragments may be 'traps' for finer sediment. In line with this hypothesis, the associated fauna in the Maldivian carbonate sediment appear to be composed of both a sediment-dwelling background community (Tricoma, Richtersia, Ptycholaimellus and Molgolaimus) and taxa with an epifaunal life-style (Epsilonematidae and Draconematidae genera).
The overlap in genera composition observed between the Maldivian nematode communities and those reported for other, even geographically distant, areas may support the existence of iso-communities that are possibly associated with coral degradation micro-habitats Raes et al. 2007 Raes et al. , 2008 .
The diversity levels recorded in these subtidal habitats were, overall, comparable with back-reef platforms and other coral degradation zones De Troch et al. 2008; Bongiorni et al. 2010; Semprucci et al. 2010b ). The high diversity detected suggested that the carbonate nature of the sediments may have an important role in maintaining high diversity levels. Carbonate sediments in fact may offer a large degree of vertical and horizontal microhabitat heterogeneity that enhances the diversity of the benthic communities (see, for a review, Merckx et al. 2009 ). Furthermore, the permeability of calcareous sand has been proved to be markedly higher than that of siliceous sand. High permeability favours the absorption of nutrients, which gives rise to rich organic matter and large quantities of microorganisms, which are two important feeding resources for meiofaunal taxa (Wild et al. 2005; Dahms et al. 2007 ). The high level of diversity detected in the fine sediments of the lagoon was rather unexpected, even if also reported higher diversity in the underlying sediment compared to coral fragments and gravel. The coralline sediments of St. GU2 were very poorly sorted, highlighting a little rework due to hydrodynamic conditions. One of the factors that probably adds more complexity to this microhabitat, and might therefore favour diversity, is a poor selective action of the transport processes that may determine a high level of angularity of the biogenic sediment particles.
Like in the present study, epigrowth feeders have been reported by other authors to be among the dominant trophic group in subtidal carbonate sediments (Alongi 1986; Renaud-Mornant 1989, 1990; Tietjen 1991; Ólafsson et al. 1995; Boucher 1997; Ndaro and Ólafsson 1999) . In particular, the statistical analysis has revealed the dominance of group 2A in the lagoon sediment, followed by group 1B. The significant abundance of the former group could be explained both by the rich presence of microphytobenthos in the coralline sediment of the lagoon (Boucher 1997; Raes et al. 2007 ) and by the wider trophic life-style of some epistrate feeders. In fact, although group 2A does not seem to feed on bacteria significantly, the teeth of these species may efficiently scrape off the bacteria and microalgal biofilm present on the grain surfaces (see Moens and Vincx 1997 for details) . The wide trophic strategy of this group could also explain its increase after organic enrichment (Schratzberger et al. 2004a, b) . The significant lower abundance of group 1B, in particular at St. FU2 (with a higher fraction of gravel and coral fragments), is probably related to the low amount of detritus on the exposed coral fragments. In the outer reef habitat, selective deposit feeders and epistrate feeders appeared to be more represented, in accordance with the general composition of the nematode community documented in other studies (Soetaert and Heip 1995; Gambi et al. 2003; .
Conclusions
This preliminary study documented for the first time the abundance, structure and diversity of the meiofaunal and nematode communities of the subtidal habitats in the Maldivian Archipelago. Even if our results need to be confirmed by a much larger dataset, the meiofaunal and nematode communities appeared to be significantly different in comparisons between the stations. The lagoon's fine sediments were mainly inhabited by meiofaunal sediment-dwelling taxa, while coral fragments seem to act as a trap for the finest sediments, thus contributing to creating a heterogeneous microhabitat that is suitable for animals with different life-styles. Results from the present study have revealed a general lack of significant differences in terms of rare meiofaunal taxa between the stations. This suggests that, presumably, they are not directly influenced by the microhabitat considered. The overlap in the composition observed between the Maldivian nematode community and that reported for other, even geographically distant, areas, suggests the existence of iso-communities that are typical of the coral degradation zone. The high level of nematode diversity, which was also detected in the fine sediment of the lagoon, was probably due to the presence of small biogenic structures characterized by a high degree of angularity. This has added more complexity to the sediment and has therefore increased diversity.
